Tannin supplementation in Mangalitsa pigs:

effects on muscle transcriptome
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Introduction and Objectives

Supplementation of pig diets with tannins has been proposed to improve meat quality and to reduce boar taint.
The aim of the present work was to assess the potential efiects of diet tannin supplementation on muscle transcriptome as
well as on growth and meat quality parameters.

Material and Methods
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Conclusions

Genes involved in cell death (upregulated in T
oroup) and survival (upregulated in C group)
7

Phenotypic results agree with
transcriptome results. Animals
fed T diet were smaller and
fatter than animals fed C diet.
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Genes involved in lipid metabolism
are overexpressed in T group
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