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Supplementation of pig diets with tannins has been proposed to improve meat quality and to reduce boar taint.

The aim of the present work was to assess the potential effects of diet tannin supplementation on muscle transcriptome as

well as on growth and meat quality parameters.
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Phenotypic results agree with

transcriptome results. Animals

fed T diet were smaller and

fatter than animals fed C diet.

Animals fed T diet showed lower

average daily gain rate (p=0.03),

higher loin intramuscular fat

content (p=0.04) and lower

cholesterol content (p=0.03)
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C
Control Diet

n=12 

T
Supplemented Tannin

Diet (2% chesnut wood

extract)

n=12

- Slaughter age 362 days

- L. dorsi muscle was sampled for

RNA sequencing

- Phenotypic data was collected
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Genes involved in lipid metabolism

are overexpressed in T group

ACLY

SCD
PPARGC1B

Genes involved in cell death (upregulated in T 

group) and survival (upregulated in C group)
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